Introduction

34
Enterobacteriaceae is a family of Gram-negative bacteria, normal inhabitant of the human gut, 35 which may spread outside and cause different serious infections such as Pneumonia, Blood 36 stream infection, Urinary tract infection (UTI), Wound infection and Meningitis [1, 2] .
37
Resistance towards different classes of existing antibiotics, among the members of 38 Enterobacteriaceae, is an alarming issue worldwide [3] . Carbapenems are a powerful group of 
44
CRE have been associated with high mortality and morbidity rates of up to 40-50% reported in 45 some studies [8] . Several studies on CRE had been conducted in India from time to time; 46 however, there are limited reports on the prevalence and distribution of CRE from the North-
47
East region. A study from Manipur reported 30% of the Gram-negative isolates obtained from a 48 tertiary care hospital were resistant towards carbapenem [9] .
49
Our study thus aimed to bridge the gap of the prevalence data on carbapenem resistance among 50 the Enterobacteriaceae isolates obtained from different health settings of upper Assam.
51
Methods
52
The study was a cross-sectional laboratory based study, conducted from March 2017 to 
Results
79
Clinical Sources and the isolate profile 80 During the course of the study, total of 312 Enterobacteriaceae isolates were obtained from 81 various clinical sources; majority of the specimen were urine (62%), followed by sputum (15%), 82 blood (7%), wound swab (6%), pus (3%), throat swab (2%), stool (2%) and other sources (3%)
83
( Fig 1) . Antibiotic susceptibility pattern
91
The susceptibility pattern of different Enterobacteriaceae isolates, against a spectrum of 13 92 selected antibiotics of different categories, was analyzed ( 
106
Piperacillin/Tazobactum (100/10 mcg/disc), CTX-Cefotaxime (30mcg/disc), CAZ-Ceftazidime
111
Prevalence of Multi-Drug Resistant (MDR) Enterobacteriaceae
112
Of the total isolates considered for the study, 67.6% of the isolates were reported to be MDR.
113
Among major isolates, MDR prevalence was found to be higher within E.coli (67.9%), followed Remaining organisms were found to be showing varying pattern of ESBL production (Table 4) . 
124
Table4. Prevalence of ESBL producers among different isolates based on E-strip test
133
Among other isolates none of them were CRE based on their MIC determination (Table 5) . In the whole period of study, urine samples were the major specimen source of the isolates (62.0 138 %), as reported by other studies. [9, 11] This trend might be due to the fact that urinary tract 139 infection (UTI) is the common problem among the patients visiting the health settings. 
Conflict of interest
191
There is no competing interest among the authors.
192
Financial support
193
The study was conducted in support with the fund sanctioned under DBT-NER Twinning project 
